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OUTLINE

A brief introduction to molecular
phylogenetics

e Model system: Cape Verde cone snails
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Geographic distribution of the
genus Conus




Model system: Cape Verde cone snails
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Cape Verde Islands
Conus PPACs
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Cape Verde Conus

10%

~ 60 endemics




@ The three main radula types in Conus

a) vermivorous
b) molluscivorous
C) piscivorous

https://kristinabarclay.wordpress.com/2016/07/29/fossil-friday-2-cone-snails/






Larval development

egg capsules

https://s-media-cache-ak0.pinimg.com/736x/34/78/89/347889b21701c671820976334929b22b.jpg
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MtDNA circular molecule

- 22 tRNAs
- 13 protein-coding genes

2 ribosomal RNAs

Vertigo pusilla
14078 bp

Marquardt, 2013 https://digitalrepository.unm.edu/biol_etds/75
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Jonsson et al., PNAS 2012 109 (17) 6620-6625
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Maximum likelihood tree
2,048 bp mtDNA
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Dating analysis
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Why is Cape Verde so diverse?



- Isolation
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- Allopatric speciation promoted by the reduced dispersal ability of the larvae
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